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<211> 


545 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNETHETIC PEPTIDE 


<400> 


1 



Met Met Met Ala Ser Lys Asp Ala Pro Thr Asn Met Asp Gly Thr Ser 
15 10 15 



Gly Ala Gly Gin Leu Val Pro Glu Ala Asn Thr Ala Glu Pro lie Ser 
20 25 30 



Met Glu Pro Val Ala Gly Ala Ala Thr Ala Ala Ala Thr Ala Gly Gin 
35 40 45 



Val Asn Met lie Asp Pro Trp lie Met Asn Asn Tyr Val Gin Ala Pro 
50 55 60 



Gin Gly Glu Phe Thr lie Ser Pro Asn Asn Thr Pro Gly Asp lie Leu 
65 70 75 80 



Phe Asp Leu Gin Leu Gly Pro His Leu Asn Pro Phe Leu Ser His Leu 



1 



85 90 95 



Ala Gin Met Tyr Asn Gly Trp Val Gly Asn Met Lys Val Lys Val Leu 
100 105 110 



Leu Ala Gly Asn Ala Phe Thr Ala Gly Lys lie lie lie Ser Cys lie 
115 120 125 



Pro Pro Gly Phe Ala Ala Gin Asn lie Ser lie Ala Gin Ala Thr Met 
130 135 140 



Phe Pro His Val lie Ala Asp Val Arg Val Leu Glu Pro lie Glu Val 
145 150 155 160 



Pro Leu Glu Asp Val Arg Asn Val Leu Phe His Asn Asn Asp Asn Ala 
165 170 175 



Pro Thr Met Arg Leu Val Cys Met Leu Tyr Thr Pro Leu Arg Ala Ser 
180 185 190 



Gly Ser Ser Ser Gly Thr Asp Pro Phe Val lie Ala Gly Arg Val Leu 
195 200 205 



Thr Cys Pro Ser Pro Asp Phe Ser Phe Leu Phe Leu Val Pro Pro Asn 
210 215 ■ 220 



Val Glu Gin Lys Thr Lys Pro Phe Ser Val Pro Asn Leu Pro Leu Asn 
225 230 235 240 



Thr Leu Ser Asn Ser Arg Val Pro Ser Leu lie Lys Ser Met Met Val 
245 250 255 



Ser Arg Asp His Gly Gin Met Val Gin Phe Gin Asn Gly Arg Val Thr 
260 265 270 



Leu Asp Gly Gin Leu Gin Gly Thr Thr Pro Thr Ser Ala Ser Gin Leu 
275 280 285 



Cys Lys lie Arg Gly Ser Val Phe His Ala Asn Gly Gly Asn Gly Tyr 
290 295 300 



Asn Leu Thr Glu Leu Asp Gly Ser Pro Tyr His Ala Phe Glu Ser Pro 
305 310 315 320 



2 



Ala Pro lie Gly Phe Pro Asp Leu Gly Glu Cys Asp Trp His Met Glu 
325 330 335 



Ala Ser Pro Thr Thr Gin Phe Asn Thr Gly Asp Val lie Lys Gin lie 
340 345 350 



Asn Val Lys Gin Glu Ser Ala Phe Ala Pro His Leu Gly Thr lie Gin 
355 360 365 



Ala Asp Gly Leu Ser Asp Val Ser Val Asn Thr Asn Met lie Ala Lys 
370 375 380 



Leu Gly Trp Val Ser Pro Val Ser Asp Gly His Arg Gly Asp Val Asp 
385 390 395 400 



Pro Trp Val lie Pro Arg Tyr Gly Ser Thr Leu Thr Glu Ala Ala Gin 
405 410 415 



Leu Ala Pro Pro lie Tyr Pro Pro Gly Phe Gly Glu Ala lie Val Phe 
420 425 430 



Phe Met Ser Asp Phe Pro lie Ala His Gly Thr Asn Gly Leu Ser Val 
435 440 445 



Pro Cys Thr lie Pro Gin Glu Phe Val Thr His Phe Val Asn Glu Gin 
450 455 460 



Ala Pro Thr Arg Gly Glu Ala Ala Leu Leu His Tyr Leu Asp Pro Asp 
465 470 475 480 



Thr His Arg Asn Leu Gly Glu Phe Lys Leu Tyr Pro Glu Gly Phe Met 
485 490 495 



Thr Cys Val Pro Asn Ser Ser Gly Thr Gly Pro Gin Thr Leu Pro lie 
500 505 510 



Asn Gly Val Phe Val Phe Val Ser Trp Val Ser Arg Phe Tyr Gin Leu 
515 520 525 



Lys Pro Val Gly Thr Ala Gly Pro Ala Cys Arg Leu Gly lie Arg Arg 
530 535 540 



3 



Ser 
545 



<210> 2 
<211> 530 
<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<400> 2 

Met Met Met Ala Ser Lys Asp Ala Thr Ser Ser Val Asp Gly Ala Ser 
15 10 15 



Gly Ala Gly Gin Leu Val Pro Glu Val Asn Ala Ser Asp Pro Leu Ala 
20 25 30 



Met Asp Pro Val Ala Gly Ser Ser Thr Ala Val Ala Thr Ala Gly Gin 
35 40 45 



Val Asn Pro lie Asp Pro Trp lie lie Asn Asn Phe Val Gin Ala Pro 
50 55 60 



Gin Gly Glu Phe Thr lie Ser Pro Asn Asn Thr Pro Gly Gly Val Leu 
65 70 75 80 



Phe Asp Leu Ser Leu Gly Pro His Leu Asn Pro Phe Leu Leu His Leu 
85 90 95 



Ser Gin Met Tyr Asn Gly Trp Val Gly Asn Met Arg Val Arg lie Met 
100 105 110 



Leu Ala Gly Asn Ala Phe Thr Ala Gly Lys lie lie Val Ser Cys lie 
115 120 125 



Pro Pro Gly Phe Gly Ser His Asn Leu Thr lie Ala Gin Ala Thr Leu 
130 135 140 



Phe Pro His Val lie Ala Asp Val Arg Thr Leu Asp Pro lie Glu Val 
145 150 155 160 



Pro Leu Glu Asp Val Arg Asn Val Leu Phe His Asn Asn Asp Arg Asn 
165 170 175 



4 



Gin Gin Thr Met Arg Leu Val Cys Met Leu Tyr Thr Pro Leu Arg Thr 
180 185 190 



Gly Gly Gly Thr Gly Asp Ser Phe Val Val Ala Gly Arg Val Met Thr 
195 200 205 



Cys Pro Ser Pro Asp Phe Asn Phe Leu Phe Leu Val Pro Pro Thr Val 
210 215 220 



Glu Gin Lys Thr Arg Pro Phe Thr Leu Pro Asn Leu Pro Leu Ser Ser 
225 230 235 240 



Leu Ser Asn Ser Arg Ala Pro Leu Pro lie Ser Gly Met Gly lie Ser 
24 5 2 50 2 55 



Pro Asp Asn Val Gin Ser Val Gin Phe Gin Asn Gly Arg Cys Thr Leu 
260 265 270 



Asp Gly Arg Leu Val Gly Thr Thr Pro Val Ser Leu Ser His Val Ala 
275 280 285 



Lys lie Arg Gly Thr Ser Asn Gly Thr Val lie Asn Leu Thr Glu Leu 
290 295 300 



Asp Gly Thr Pro Phe His Pro Phe Glu Gly Pro Ala Pro lie Gly Phe 
305 310 315 320 



Pro Asp Leu Gly Gly Cys Asp Trp His lie Asn Met Thr Gin Phe Gly 
325 330 335 



His Ser Ser Gin Thr Gin Tyr Asp Val Asp Thr Thr Pro Asp Thr Phe 
340 345 350 



Val Pro His Leu Gly Ser lie Gin Ala Asn Gly lie Gly Ser Gly Asn 
355 360 365 



Tyr lie Gly Val Leu Ser Trp Val Ser Pro Pro Ser His Pro Ser Gly 
370 375 380 



Ser Gin Val Asp Leu Trp Lys lie Pro Asn Tyr Gly Ser Ser lie Thr 
385 390 395 400 



5 



I 



Glu Ala Thr His Leu Ala Pro Ser Val Tyr Pro Pro Gly Phe Gly Glu 
405 410 415 



Val Leu Val Phe Phe Met Ser Lys lie Pro Gly Pro Gly Ala Tyr Ser 
420 425 430 



Leu Pro Cys Leu Leu Pro Gin Glu Tyr lie Ser His Leu Ala Ser Glu 
435 440 445 



Gin Ala Pro Thr Val Gly Glu Ala Ala Leu Leu His Tyr Val Asp Pro 
450 455 460 



Asp Thr Gly Arg Thr Leu Gly Glu Phe Lys Ala Tyr Pro Asp Gly Phe 
465 470 475 480 



Leu Thr Cys Val Pro Asn Gly Ala Ser Ser Gly Pro Gin Gin Leu Pro 
485 490 495 



lie Asn Gly Val Phe Val Phe Val Ser Trp Val Ser Arg Phe Tyr Gin 
500 505 510 



Leu Lys Pro Val Gly Thr Ala Ser Ser Ala Arg Gly Arg Leu Gly Leu 
515 520 525 



Arg Arg 
530 



<210> 


3 


<211> 


546 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


3 



Met Met Met Ala Ser Lys Asp Ala Pro Gin Ser Ala Asp Gly Ala Ser 
15 10 15 



Gly Ala Gly Gin Leu Val Pro Glu Val Asn Thr Ala Asp Pro Leu Pro 
20 25 30 



Met Glu Pro Val Ala Gly Pro Thr Thr Ala Val Ala Thr Ala Gly Gin 
35 40 45 



6 



t 



Val Asn Met lie Asp Pro Trp lie Val Asn Asn Phe Val Gin Ser Pro 
50 55 60 



Gin Gly Glu Phe Thr lie Ser Pro Asn Asn Thr Pro Gly Asp lie Leu 
65 70 75 80 



Phe Asp Leu Gin Leu Gly Pro His Leu Asn Pro Phe Leu Ser His Leu 
85 90 95 



Ser Gin Met Tyr Asn Gly Trp Val Gly Asn Met Arg Val Arg lie Leu 
100 105 110 



Leu Ala Gly Asn Ala Phe Ser Ala Gly Lys lie lie Val Cys Cys Val 
115 120 125 



Pro Pro Gly Phe Thr Ser Ser Ser Leu Thr lie Ala Gin Ala Thr Leu 
130 135 140 



Phe Pro His Val lie Ala Asp Val Arg Thr Leu Glu Pro lie Glu Met 
145 150 155 160 



Pro Leu Glu Asp Val Arg Asn Val Leu Tyr His Thr Asn Asp Asn Gin 
165 170 175 



Pro Thr Met Arg Leu Val Cys Met Leu Tyr Thr Pro Leu Arg Thr Gly 
180 185 190 



Gly Gly Ser Gly Asn Ser Asp Ser Phe Val Val Ala Gly Arg Val Leu 
195 200 205 



Thr Ala Pro Ser Ser Asp Phe Ser Phe Leu Phe Leu Val Pro Pro Thr 
210 215 220 



lie Glu Gin Lys Thr Arg Ala Phe Thr Val Pro Asn lie Pro Leu Gin 
225 230 235 240 



Thr Leu Ser Asn Ser Arg Phe Pro Ser Leu lie Gin Gly Met lie Leu 
245 250 255 



Ser Pro Asp Ala Ser Gin Val Val Gin Phe Gin Asn Gly Arg Cys Leu 
260 265 270 



7 



lie Asp Gly Gin Leu" Leu Gly Thr Thr Pro Ala Thr Ser Gly Gin Leu 
275 280 285 



Phe Arg Val Arg Gly Lys lie Asn Gin Gly Ala Arg Thr Leu Asn Leu 
290 295 300 



Thr Glu Val Asp Gly Lys Pro Phe Met Ala Phe Asp Ser Pro Ala Pro 
305 310 315 320 



Val Gly Phe Pro Asp Phe Gly Lys Cys Asp Trp His Met Arg lie Ser 
325 330 335 



Lys Thr Pro Asn Asn Thr Ser Ser Gly Asp Pro Met Arg Ser Val Ser 
340 345 350 



Val Gin Thr Asn Val Gin Gly Phe Val Pro His Leu Gly Ser lie Gin 
355 360 365 



Phe Asp Glu Val Phe Asn His Pro Thr Gly Asp Tyr lie Gly Thr lie 
370 375 380 



Glu Trp lie Ser Gin Pro Ser Thr Pro Pro Gly Thr Asp lie Asn Leu 
385 390 395 400 



Trp Glu lie Pro Asp Tyr Gly Ser Ser Leu Ser Gin Ala Ala Asn Leu 
405 410 415 



Ala Pro Pro Val Phe Pro Pro Gly Phe Gly Glu Ala Leu Val Tyr Phe 
420 425 430 



Val Ser Ala Phe Pro Gly Pro Asn Asn Arg Ser Ala Pro Asn Asp Val 
435 440 445 



Pro Cys Leu Leu Pro Gin Glu Tyr lie Thr His Phe Val Ser Glu Gin 
450 455 460 



Ala Pro Thr Met Gly Asp Ala Ala Leu Leu His Tyr Val Asp Pro Asp 
465 470 475 480 



Thr Asn Arg Asn Leu Gly Glu Phe Lys Leu Tyr Pro Gly Gly Tyr Leu 
485 490 495 



8 



Thr Cys Val Pro Asn Gly Val Gly Ala Gly Pro Gin Gin Leu Pro Leu 
500 505 510 



Asn Gly Val Phe Leu Phe Val Ser Trp Val Ser Arg Phe Tyr Gin Leu 
515 520 525^ 



Lys Pro Val Gly Thr Ala Ser Thr Ala Arg Ser Arg Leu Gly Val Arg 
530 535 540 



Arg lie 
545 



<210> 


4 


<211> 


544 


<212> 


PRT 


< 2 1 3 ;> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


4 



Met Met Met Ala Ser Lys Asp Ala Thr Pro Ser Ala Asp Gly Ala Thr 
15 10 15 



Gly Ala Gly Gin Leu Val Pro Glu Val Asn Thr Ala Asp Pro lie Pro 
20 25 30 



lie Asp Pro Val Ala Gly Ser Ser Thr Ala Leu Ala Thr Ala Gly Gin 
35 40 45 



Val Asn Leu lie Asp Pro Trp lie lie Asn Asn Phe Val Gin Ala Pro 
50 55 60 



Gin Gly Glu Phe Thr lie Ser Pro Asn Asn Thr Pro Gly Asp Val Leu 
65 70 75 80 



Phe Asp Leu Gin Leu Gly Pro His Leu Asn Pro Phe Leu Ser His Leu 
85 90 95 



Ser Gin Met Tyr Asn Gly Trp Val Gly Asn Met Arg Val Arg Val Val 
100 105 110 



Leu Ala Gly Asn Ala Phe Thr Ala Gly Lys Val lie lie Cys Cys Val 
115 120 125 



9 



Pro Pro Gly Phe Gin Ser Arg Thr Leu Ser He Ala Gin Ala Thr Leu 
130 135 140 

Phe Pro His Val He Ala Asp Val Arg Thr Leu Asp Pro Val Glu Val 
145 150 155 160 

Pro Leu Glu Asp Val Arg Asn Val Leu Tyr His Asn Asn Asp Thr Gin 
165 170 175 



Pro Thr Met Arg Leu Leu Cys Met Leu Tyr Thr Pro Leu Arg Thr Gly 
180 185 190 



Gly Ala Ser Gly Gly Thr Asp Ser Phe Val Val Ala Gly Arg Val Leu 
195 2 00 205 

Thr Cys Pro Gly Pro Asp Phe Asn Phe Leu Phe Leu Val Pro Pro Thr 



210 



215 220 



Val Glu Gin Lys Thr Arg Pro Phe Thr Val Pro Asn He Pro Leu Lys 
225 230 235 240 

Tyr Leu Ser Asn Ser Arg He Pro Asn Pro He Glu Gly Met Ser Leu 
245 250 255 

Ser Pro Asp Gin Thr Gin Asn Val Gin Phe Gin Asn Gly Arg Cys Thr 
260 265 270 



He Asp Gly Gin Pro Leu Gly Thr Thr Pro Val Ser Val Ser Gin Leu 
275 280 285 

Cys Lys Phe Arg Gly Arg He Thr Ser Gly Gin Arg Val Leu Asn Leu 
290 295 300 

Thr Glu Leu Asp Gly Ser Pro Phe Met Ala Phe Ala Ala Pro Ala Pro 
305 310 315 320 

Ala Gly Phe Pro Asp Leu Gly Ser Cys Asp Trp His He Glu Met Ser 
325 330 335 



Lys He Pro Asn Ser Ser Thr Gin Asn Asn Pro He Val Thr Asn Ser 
340 345 350 



10 



Val Lys 



Pro Asn Ser Gin Gin Phe Val Pro His Leu Ser Ser lie Thr 
355 360 365 



Leu Asp Glu Asn Val Ser Ser Gly Gly Asp Tyr lie Gly Thr lie Gin 
370 375 380 



Trp Thr Ser Pro Pro Ser Asp Ser Gly Gly Ala Asn Thr Asn Phe Trp 
385 390 395 400 



Lys lie Pro Asp Tyr Gly Ser Ser Leu Ala Glu Ala Ser Gin Leu Ala 
405 410 415 



Pro Ala Val Tyr Pro Pro Gly Phe Asn Glu Val lie Val Tyr Phe Met 
420 425 430 



Ala Ser lie Pro Gly Pro Asn Gin Ser Gly Ser Pro Asn Leu Val Pro 
435 440 445 



Cys Leu Leu Pro Gin Glu Tyr lie Thr His Phe lie Ser Glu Gin Ala 
450 455 460 



Pro lie Gin Gly Glu Ala Ala Leu Leu His Tyr Val Asp Pro Asp Thr 
465 470 475 480 



Asn Arg Asn Leu Gly Glu Phe Lys Leu Tyr Pro Gly Gly Tyr Leu Thr 
485 490 495 



Cys Val Pro Asn Ser Ser Ser Thr Gly Pro Gin Gin Leu Pro Leu Asp 
500 505 510 



Gly Val Phe Val Phe Ala Ser Trp Val Ser Arg Phe Tyr Gin Leu Lys 
515 520 525 



Pro Val Gly Thr Ala Gly Pro Ala Arg Gly Arg Leu Gly Val Arg Arg 
530 535 540 



<210> 


5 


<211> 


539 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


5 



11 



Met Lys Met Ala Ser Asn Asp Ala Asn Pro Ser Asp Gly Ser Thr Ala 
5 10 15 



Asn Leu Val Pro Glu Val Asn Asn Glu Val Met Ala Leu Glu Pro Val 
20 25 30 

Val Gly Ala Ala lie Ala Ala Pro Val Ala Gly Gin Gin Asn Val He 
35 40 45 

Asp Pro Trp He Arg Asn Asn Phe Val Gin Ala Pro Gly Gly Glu Phe 
50 55 60 

Thr Val Ser Pro Arg Asn Ala Pro Gly Glu He Leu Trp Ser Ala Pro 

™ -7^ 80 

6b 

Leu Gly Pro Asp Leu Asn Pro Tyr Leu Ser His Leu Ala Arg Met Tyr 
85 90 95 



Asn Gly Tyr Ala Gly Gly Phe Glu Val Gin Val He Leu Ala Gly Asn 
100 105 HO 

Ala Phe Thr Ala Gly Lys He He Phe Ala Ala Val Pro Pro Asn Phe 
115 120 125 

Pro Thr Glu Gly Leu Ser Pro Ser Gin Val Thr Met Phe Pro His He 
130 135 140 

He Val Asp Val Arg Gin Leu Glu Pro Val Leu He Pro Leu Pro Asp 
145 150 155 160 

Val Arg Asn Asn Phe Tyr His Tyr Asn Gin Ser Asn Asp Ser Thr He 
165 170 175 

Lvs Leu He Ala Met Leu Tyr Thr Pro Leu Arg Ala Asn Asn Ala Gly 
180 185 190 

Asp Asp val Phe Thr Val Ser Cys Arg Val Leu Thr Arg Pro Ser Pro 
195 200 205 

Asp Phe Asp Phe He Phe Leu Val Pro Pro Thr Val Glu Ser Arg Thr 
210 215 220 



12 



Lys Pro Phe Thr Val Pro He Leu Thr Val Glu Glu Met Ser Asn Ser 
225 230 235 240 

Arg Phe Pro He Pro Leu Glu Lys Leu Tyr Thr Gly Pro Ser Ser Ala 
245 250 255 



Phe Val Val Gin Pro Gin Asn Gly Arg Cys Thr Thr Asp Gly Val Leu 
260 265 270 

-Leu Gly Thr Thr Gin Leu Ser Ala Val Asn He Cys Thr Phe Arg Gly 
275 280 285 

Asp Val Thr His He Ala Gly Ser His Asp Tyr Thr Met Asn Leu Ala 
290 295 300 

Ser Gin Asn Trp Ser Asn Tyr Asp Pro Thr Glu Glu He Pro Ala Pro 
305 310 315 320 

Leu Gly Thr Pro Asp Phe Val Gly Lys He Gin Gly Met Leu Thr Gin 
325 330 335 

Thr Thr Arg Glu Asp Gly Ser Thr Arg Ala His Lys Ala Thr Val Ser 
340 345 350 

Thr Gly Ser Val His Phe Thr Pro Lys Leu Gly Ser Val Gin Tyr Thr 
355 360 365 

Thr Asp Thr Asn Asn Asp Phe Gin Thr Gly Gin Asn Thr Lys Phe Thr 
370 375 380 

Pro Val Gly Val He Gin Asp Gly Asn Asn His Gin Asn Glu Pro Gin 
385 390 395 400 

Gin Trp Val Leu Pro Asn Tyr Ser Gly Arg Thr Gly His Asn Val His 
405 410 415 

Leu Ala Pro Ala Val Ala Pro Thr Phe Pro Gly Glu Gin Leu Leu Phe 
420 425 430 

Phe Arg Ser Thr Met Pro Gly Cys Ser Gly Tyr Pro Asn Met Asn Leu 
435 440 445 



Asp Cys Leu Leu 



Pro Gin Glu Trp Val Gin His Phe Cys Gin Glu Ala 



13 



450 455 460 



Ala Pro Ala Gin Ser Asp Val Ala Leu Leu Arg Phe Val Asn Pro Asp 
465 470 475 480 



Thr Gly Arg Val Leu Phe Glu Cys Lys Leu His Lys Ser Gly Tyr Val 
485 490 495 



Thr Val Ala His Thr Gly Pro His Asp Leu Val lie Pro Pro Asn Gly 
500 505 510 



Tyr Phe Arg Phe Asp Ser Trp Val Asn Gin Phe Tyr Thr Leu Ala Pro 
515 520 525 



Met Gly Asn Gly Ala Gly Arg Arg Arg Ala Leu 



530 


535 


<210> 


6 


<211> 


548 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


6 


Met Lys 


Met Ala Ser Asn Asp 


1 


5 



10 15 



Gly Leu Val Pro Glu lie Asn Asn Glu Ala Met Ala Leu Asp Pro Val 
20 25 30 



Ala Gly Ala Ala lie Ala Ala Pro Leu Thr Gly Gin Gin Asn lie lie 
35 40 45 



Asp Pro Trp lie Met Asn Asn Phe Val Gin Ala Pro Gly Gly Glu Phe 
50 55 60 



Thr Val Ser Pro Arg Asn Ser Pro Gly Glu Val Leu Leu Asn Leu Glu 
65 70 75 80 



Leu Gly Pro Glu lie Asn Pro Tyr Leu Ala His Leu Ala Arg Met Tyr 
85 90 95 



14 



Asn Gly Tyr Ala Gly Gly Phe Glu Val Gin Val Val Leu Ala Gly Asn 
100 105 110 



Ala Phe Thr Ala Gly Lys lie lie Phe Ala Ala lie Pro Pro Asn Phe 
115 120 125 



Pro lie Asp Asn Leu Ser Ala Ala Gin lie Thr Met Cys Pro His Val 
130 135 140 



lie Val Asp Val Arg Gin Leu Glu Pro Val Asn Leu Pro Met Pro Asp 
145 150 155 160 



Val Arg Asn Asn Phe Phe His Tyr Asn Gin Gly Ser Asp Ser Arg Leu 
165 170 175 



Arg Leu lie Ala Met Leu Tyr Thr Pro Leu Arg Ala Asn Asn Ser Gly 
180 185 190 



Asp Asp Val Phe Thr Val Ser Cys Arg Val Leu Thr Arg Pro Ser Pro 
195 200 205 



Asp Phe Ser Phe Asn Phe Leu Val Pro Pro Thr Val Glu Ser Lys Thr 
210 215 220 



Lys Pro Phe Thr Leu Pro lie Leu Thr lie Ser Glu Met Ser Asn Ser 
225 230 235 240 



Arg Phe Pro Val Pro lie Glu Ser Leu His Thr Ser Pro Thr Glu Asn 
245 250 255 



lie Val Val Gin Cys Gin Asn Gly Arg Val Thr Leu Asp Gly Glu Leu 
260 265 270 



Met Gly Thr Thr Gin Leu Leu Pro Ser Gin lie Cys Ala Phe Arg Gly 
275 280 285 



Val Leu Thr Arg Ser Thr Ser Arg Ala Ser Asp Gin Ala Asp Thr Ala 
290 295 300 



Thr Pro Arg Leu Phe Asn Tyr Tyr Trp His Val Gin Leu Asp Asn Leu 
305 310 315 320 



Asn Gly Thr Pro Tyr Asp Pro Ala Glu Asp lie Pro Gly Pro Leu Gly 



15 



325 330 335 



Thr Pro Asp Phe Arg Gly Lys Val Phe Gly Val Ala Ser Gin Arg Asn 
340 345 350 



Leu Asp Ser Thr Thr Arg Ala His Glu Ala Lys Val Asp Thr Thr Ala 
355 360 365 



Gly Arg Phe Thr Pro Lys Leu Gly Ser Leu Glu lie Ser Thr Asp Ser 
370 375 380 



Asp Asp Phe Asp Gin Asn Gin Pro Thr Lys Phe Thr Pro Val Gly lie 
385 390 395 400 



Gly Val Asp Asn Glu Ala Glu Phe Gin Gin Trp ser Leu Pro Asp Tyr 
405 410 415 



Ser Gly Gin Phe Thr His Asn Met Asn Leu Ala Pro Ala Val Ala Pro 
420 425 430 



Asn Phe Pro Gly Glu Gin Leu Leu Phe Phe Arg Ser Gin Leu Pro Ser 
435 440 445 



Ser Gly Gly Arg Ser Asn Gly Val Leu Asp Cys Leu Val Pro Gin Glu 
450 455 460 



Trp Val Gin His Phe Tyr Gin Glu Ser Ala Pro Ala Gin Thr Gin Val 
465 470 475 480 



Ala Leu Val Arg Tyr Val Asn Pro Asp Thr Gly Lys Val Leu Phe Glu 
485 490 495 



Ala Lys Leu His Lys Leu Gly Phe Met Thr lie Ala Asn Asn Gly Asp 
500 505 510 



Ser Pro lie Thr Val Pro Pro Asn Gly Tyr Phe Arg Phe Glu Ser Trp 
515 520 525 



Val Asn Pro Phe Tyr Thr Leu Ala Pro Met Gly Thr Gly Asn Gly Arg 
530 535 540 



Arg Arg lie Gin 
545 



16 



<210> 7 
<211> 540 
<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<400> 7 

Met Lys Met Ala Ser Asn Asp Ala Thr Pro Ser Asn Asp Gly Ala Ala 
15 10 15 



Gly Leu Val Pro Glu Ser Asn Asn Glu Ala Met Ala Leu Glu Pro Val 
20 25 30 

Val Gly Ala Ser Leu Ala Ala Pro Val Thr Gly Gin Thr Asn He He 
35 40 45 

Asp Pro Trp He Arg Thr Asn Phe Val Gin Ala Pro Asn Gly Glu Phe 
50 55 60 

Thr Val Ser Pro Arg Asn Ser Pro Gly Glu He Leu Val Asn Leu Glu 
65 70 75 80 

Leu Gly Pro Glu Leu Asn Pro Tyr Leu Ala His Leu Ala Arg Met Tyr 
85 90 95 



Asn Gly Tyr Ala Gly Gly Met Glu Val Gin Val Met Leu Ala Gly Asn 
100 105 HO 

Ala Phe Thr Ala Gly Lys He He Phe Ala Ala Val Pro Pro Tyr Phe 
115 120 125 

Pro Val Glu Asn Leu Ser Pro Ser Gin He Thr Met Phe Pro His Val 
130 135 140 



He He Asp Val Arg Thr Leu Glu Pro Val Leu Leu Pro Met Pro Asp 
145 150 155 160 

Val Arg Ser Thr Leu Phe His Phe Asn Gin Lys Asp Glu Pro Lys Met 
165 170 175 

Arg Leu Val Ala Met Leu Tyr Thr Pro Leu Arg Ser Asn Gly Ser Gly 
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180 



185 



190 



Asp Asp Val Phe Thr Val Ser Cys Arg lie Leu Thr Arg Pro Ser Pro 
195 200 205 



Glu Phe Asp Phe Thr Tyr Leu Val Pro Pro Thr Val Glu Ser Lys Thr 
210 215 220 



Lys Pro Phe Thr Leu Pro Val Leu Thr Leu Gly Glu Leu Ser Asn Ser 
225 230 235 240 



Arg Phe Pro Leu Ser lie Asp Glu Met Val Thr Ser Pro Asn Glu Ser 
245 250 255 



lie Val Val Gin Pro Gin Asn Gly Arg Val Thr Leu Asp Gly Glu Leu 
260 265 270 



Leu Gly Thr Thr Gin Leu Gin Ala Cys Asn lie Cys Ser lie Arg Gly 
275 280 285 



Lys Val Thr Gly Gin Val Pro Ser Glu Gin His Met Trp Asn Leu Glu 
290 295 300 



lie Thr Asn Leu Asn Gly Thr Gin Phe Asp Pro Thr Asp Asp Val Pro 

305 310 315 320 

Ala Pro Leu Gly Val Pro Asp Phe Ala Gly Glu Val Phe Gly Val Leu 

325 330 335 



Ser Gin Arg Asn Arg Gly Glu Ser Asn Pro Ala Asn Arg Ala His Asp 
340 345 350 



Ala Val Val Ala Thr Tyr Ser Asp Lys Tyr Thr Pro Lys Leu Gly Leu 
355 360 365 



Val Gin He Gly Thr Trp Asn Thr Asn Asp Val Glu Asn Gin Pro Thr 
370 375 380 



Lys Phe Thr Pro He Gly Leu Asn Glu Val Ala Asn Gly His Arg Phe 
385 390 395 400 



Glu Gin Trp Thr Leu Pro Arg Tyr Ser Gly Ala Leu Thr Leu Asn Met 
405 410 415 



18 



Asn Leu Ala Pro Ala Val Ala Pro Leu Phe Pro Gly Glu Arg Leu Leu 
420 425 430 



Phe Phe Arg Ser Tyr Val Pro Leu Lys Gly Gly Phe Gly Asn Pro Ala 
435 440 445 



lie Asp Cys Ser Val Pro Gin Glu Trp Val Gin His Phe Tyr Gin Glu 
450 455 460 



Ser Ala Pro Ser Leu Gly Asp Val Ala Leu Val Arg Tyr Val Asn Pro 
465 470 475 480 



sp Thr Gly Arg Val Leu Phe Glu Ala Lys Leu His Lys Gly Gly Phe 
485 490 495 



Leu Thr Val Ser Ser Thr Ser Thr Gly Pro Val Val Val Pro Ala Asn 
500 505 510 



Gly Tyr Phe Lys Phe Asp Ser Trp Val Asn Gin Phe Tyr Ser Leu Ala 
515 520 525 



Pro Met Gly Thr Gly Asn Gly Arg Arg Arg Val Gin 
530 535 540 



<210> 


8 


<211> 


535 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


8 



Met Lys Met Ala Ser Asn Asp Ala Ala Pro Ser Asn Asp Gly Ala Ala 
15 10 15 



Gly Leu Val Pro Glu Ala Asn Asn Glu Thr Met Ala Leu Glu Pro Val 
20 25 30 



Ala Gly Ala Ser lie Ala Ala Pro Leu Thr Gly Gin Asn Asn lie lie 
35 40 45 



Asp Pro Trp lie Arg Leu Asn Phe Val Gin Ala Pro Asn Gly Glu Phe 



19 



50 



55 60 



Thr Val Ser Pro Arg Asn Ser Pro Gly Glu Val Leu Leu Asn Leu Glu 

65 70 75 80 

Leu Gly Pro Glu Leu Asn Pro Tyr Leu Ala His Leu Ser Arg Met Tyr 

85 90 95 



Asn Gly Tyr Ala Gly Gly Val Glu Val Gin Val Leu Leu Ala Gly Asn 
100 105 110 



Ala Phe Thr Ala Gly Lys Leu Val Phe Ala Ala Val Pro Pro His Phe 
115 120 125 



Pro Leu Glu Asn He Ser Pro Gly Gin He Thr Met Phe Pro His Val 
130 135 140 

He He Asp Val Arg Thr Leu Glu Pro Val Leu Leu Pro Leu Pro Asp 
145 150 155 160 

Val Arq Asn Asn Phe Phe His Tyr Asn Gin Gin Asn Glu Pro Arg Met 
165 170 175 



Arg Leu Val Ala Met Leu Tyr Thr Pro Leu Arg Ser Asn Gly Ser Gly 
180 185 190 



Asp Asp Val Phe Thr Val Ser Cys Arg Val Leu Thr Arg Pro Ser Pro 
195 200 205 

Asp Phe Asp Phe Asn Tyr Leu Val Pro Pro Thr Leu Glu Ser Lys Thr 
210 215 220 

Lys Pro Phe Thr Leu Pro He Leu Thr He Gly Glu Leu Thr Asn Ser 
2 25 230 235 240 

Arg Phe Pro Val Pro He Asp Glu Leu Tyr Thr Ser Pro Asn Glu Ser 
245 250 255 



Leu Val Val Gin Pro Gin Asn Gly Arg Cys Ala Leu Asp Gly Glu Leu 
260 265 270 



Gin Gly Thr Thr Gin Leu Leu Pro Thr Ala He Cys Ser Phe Arg Gly 
275 280 285 



20 



Arg lie Asn Gin Lys Val Ser Gly Glu Asn His Val Trp Asn Met Gin 
290 295 300 



Val Thr Asn lie Asn Gly Thr Pro Phe Asp Pro Thr Gly Asp Val Pro 
305 310 315 320 



Ala Pro Leu Gly Thr Pro Asp Phe Ser Gly Lys Leu Phe Gly Val Leu 
325 330 335 



Ser Gin Arg Asp His Asp Asn Ala Cys Arg Ser His Asp Ala Val lie 
340 345 350 



Ala Thr Asn Ser Ala Lys Phe Thr Pro Lys Leu Gly Ala lie Gin lie 
355 360 365 



Gly Thr Trp Glu Glu Asp Asp Val His lie Asn Gin Pro Thr Lys Phe 
370 375 380 



Thr Pro Val Gly Leu Phe Glu Asn Glu Gly Phe Asn Gin Trp Thr Leu 
385 390 395 400 



Pro Asn Tyr Ser Gly Ala Leu Thr Leu Asn Met Gly Leu Ala Pro Pro 
405 410 415 



Val Ala Pro Thr Phe Pro Gly Glu Gin lie Leu Phe Phe Arg Ser His 
420 425 430 



lie Pro Leu Lys Gly Gly Val Ala Asp Pro Val lie Asp Cys Leu Leu 
435 440 445 



Pro Gin Glu Trp lie Gin His Leu Tyr Gin Glu Ser Ala Pro Ser Gin 
450 455 460 



Ser Asp Val Ala Leu lie Arg Phe Thr Asn Pro Asp Thr Gly Arg Val 
465 470 475 480 



Leu Phe Glu Ala Lys Leu His Arg Ser Gly Tyr lie Thr Val Ala Asn 
485 490 495 



Thr Gly Ser Arg Pro lie Val Val Pro Ala Asn Gly Tyr Phe Arg Phe 
500 505 510 



21 



Asp Thr Trp Val Asn Gin Phe Tyr Ser Leu Ala Pro Met Gly Thr Gly 
515 520 525 



Asn Gly Arg Arg Arg Val Gin 
530 535 



<210> 


9 


<211> 


542 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


9 



Met Lys Met Ala Ser Asn Asp Ala Ala Pro Ser Asn Asp Gly Ala Ala 
15 10 15 



Ser Leu Val Pro Glu Gly lie Asn Glu Thr Met Pro Leu Glu Pro Val 
20 25 30 



Ala Gly Ala Ser lie Ala Ala Pro Val Ala Gly Gin Thr Asn lie lie 
35 40 45 



Asp Pro Trp lie Arg Thr Asn Phe Val Gin Ala Pro Asn Gly Glu Phe 
50 55 60 



Thr Val Ser Pro Arg Asn Ser Pro Gly Glu lie Leu Leu Asn Leu Glu 
65 70 75 80 



Leu Gly Pro Asp Leu Asn Pro Tyr Leu Ala His Leu Ser Arg Met Tyr 
85 90 95 



Asn Gly Tyr Ala Gly Gly Val Glu Val Gin Val Leu Leu Ala Gly Asn 
100 105 110 



Ala Phe Thr Ala Gly Lys lie Leu Phe Ala Ala lie Pro Pro Asn Phe 
115 120 125 



Leu Val Asp Met lie Ser Pro Ala Gin lie Thr Met Leu Pro His Leu 
130 135 140 



lie Val Asp Val Arg Thr Leu Glu Pro lie Met Thr Pro Leu Pro Asp 
145 150 155 160 



22 



val Arg Asn Val Phe Tyr His Phe Asn Asn Gin Pro Gin Pro Arg Met 
165 I 70 175 

Arq Leu Val Ala Met Leu Tyr Thr Pro Leu Arg Ser Asn Gly Ser Gly 

185 190 



180 



Asp Asp Val Phe Thr Val Ser Cys Arg Val Leu Thr Arg Pro Thr Pro 
195 200 205 



Leu Val Pro Pro Ser Val Glu Ser Lys Thr 

210 



Asp Phe Glu Phe lie Tyr 

215 220 



. m i— T ~„ .0™ no t,p,i Thr He Ser Glu Leu Thr Asn Ser 

L ys ,ro - ^ ~~ 

Arg Phe Pro He Pro He Glu Gin Leu Tyr Thr Ala Pro Asn Glu Thr 

=> _ 250 *£bb 



245 



Asn Val val Gin Cys Gin Asn Gly Arg Cys Thr Leu Asp Gly Glu Leu 
265 270 



260 



Gin Gly Thr Thr Gin Leu Leu Ser Ser Ala Val Cys Phe Leu Gin Gly 
275 280 285 

Arq Thr Val Ala Asp Asn Gly Asp Asn Trp Asp Gin Asn Leu Leu Gin 
290 295 300 

Leu Thr Tyr Pro Asn Gly Ala Ser Tyr Asp Pro Thr Asp Glu Val Pro 
305 310 315 

Ala Pro Leu Gly Thr Gin Asp Phe Ser Gly Met Leu Tyr Gly Val Leu 
325 330 335 

Thr Gin Asp Asn Val Asn Val Ser Thr Gly Glu Ala Lys Asn Ala Lys 
340 345 350 

Glv He Tyr He Ser Thr Thr Ser Gly Lys Phe Thr Pro Lys He Gly 
355 360 365 

Ser He Gly Leu His Ser He Thr Glu His Val His Pro Asn Gin Gin 
370 375 380 



23 



Ser Arg Phe Thr Pro Val Gly Val Ala Val Asp Glu Asn Thr Pro Phe 
385 390 395 400 



Gin Gin Trp Val Leu Pro His Tyr Ala Gly Ser Leu Ala Leu Asn Thr 
405 410 415 



Asn Leu Ala Pro Ala Val Ala Pro Thr Phe Pro Gly Glu Gin Leu Leu 
420 425 430 



Phe Phe Arg Ser Arg Val Pro Cys Val Gin Gly Leu Gin Gly Gin Asp 
435 440 445 



Ala Phe lie Asp Cys Leu Leu Pro Gin Glu Trp Val Asn His Phe Tyr 
450 455 460 



Gin Glu Ala Ala Pro Ser Gin Ala Asp Val Ala Leu lie Arg Tyr Val 
465 470 475 480 



Asn Pro Asp Thr Gly Arg Thr Leu Phe Glu Ala Lys Leu His Arg Ser 
485 490 495 



Gly Phe lie Thr Val Ser His Thr Gly Ala Tyr Pro Leu Val Val Pro 
500 505 510 



Pro Asn Gly His Phe Arg Phe Asp Ser Trp Val Asn Gin Phe Tyr Ser 
515 520 525 



Leu Ala Pro Met Gly Thr Gly Asn Gly Arg Arg Arg lie Gin 
530 535 540 



<210> 


10 


<211> 


550 


<212> 


PRT 


<213> 


ARTIFICIAL SEQUENCE 


<220> 




<223> 


SYNTHETIC PEPTIDE 


<400> 


10 


Met Lys Met Ala Ser Asn Asp 


1 


5 



10 15 



Asn Leu Val Pro Glu Ala Asn Asp Glu Val Met Ala Leu Glu Pro Val 
20 25 30 
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Val Gly Ala Ser lie Ala Ala Pro Val Val Gly Gin Gin Asn lie lie 
35 40 45 



Asp Pro Trp lie Arg Glu Asn Phe Val Gin Ala Pro Gin Gly Glu Phe 
50 55 60 



Thr Val Ser Pro Arg Asn Ser Pro Gly Glu Met Leu Leu Asn Leu Glu 
65 70 75 80 



Leu Gly Pro Glu Leu Asn Pro Tyr Leu Ser His Leu Ser Arg Met Tyr 
85 90 95 



sn Gly Tyr Ala Gly Gly Met Gin Val Gin Val Val Leu Ala Gly Asn 
100 105 110 



Ala Phe Thr Ala Gly Lys lie lie Phe Ala Ala Val Pro Pro His Phe 
115 120 125 



Pro Val Glu Asn lie Ser Ala Ala Gin lie Thr Met Cys Pro His Val 
130 135 140 



lie Val Asp Val Arg Gin Leu Glu Pro Val Leu Leu Pro Leu Pro Asp 
145 150 155 160 



lie Arg Asn Arg Phe Phe His Tyr Asn Gin Glu Asn Thr Pro Arg Met 
165 170 175 



Arg Leu Val Ala Met Leu Tyr Thr Pro Leu Arg Ala Asn Ser Gly Glu 
180 185 190 



Asp Val Phe Thr Val Ser Cys Arg Val Leu Thr Arg Pro Ala Pro Asp 
195 200 205 



Phe Glu Phe Thr Phe Leu Val Pro Pro Thr Val Glu Ser Lys Thr Lys 
210 215 220 



Pro Phe Thr Leu Pro lie Leu Thr Leu Gly Glu Leu Ser Asn Ser Arg 
225 230 235 240 



Phe Pro Ala Ala lie Asp Met Leu Tyr Thr Asp Pro Asn Glu Ser lie 
245 250 255 



25 



Val Val Gin Pro Gin Asn Gly Arg Cys Thr Leu Asp Gly Thr Leu Gin 
260 265 270 

Gly Thr Thr Gin Leu Val Pro Thr Gin He Cys Ala Phe Arg Gly Thr 
275 280 285 

Leu He Ser Gin Thr Ala Arg Ala Ala Asp Ser Thr Asp Ser Pro Gin 
290 295 300 

Arq Ala Arg Asn His Pro Leu His Val Gin Val Lys Asn Leu Asp Gly 
305 310 315 320 

Thr Gin Tyr Asp Pro Thr Asp Asp He Pro Ala Val Leu Gly Ala He 

ooc 335 
j ^ _» 

Asp Phe Lys Gly Thr Val Phe Gly Val Ala Ser Gin Arg Asp Val Ser 
340 345 350 

Gly Gin Gin Glu Gin Gly His Tyr Ala Thr Arg Ala His Glu Ala His 
355 360 365 

He Asp Thr Thr Asp Pro Lys Tyr Ala Pro Lys Leu Gly Thr He Leu 
370 375 380 

He Lys Ser Gly Ser Asp Asp Phe Asn Thr Asn Gin Pro He Arg Phe 
385 390 395 400 

Thr Pro Val Gly Met Gly Asp Asn Asn Trp Arg Gin Trp Glu Leu Pro 
405 410 415 

Asp Tyr Ser Gly Arg Leu Thr Leu Asn Met Asn Leu Ala Pro Ala Val 
420 425 430 

Ser Pro Ser Phe Pro Gly Glu Arg He Leu Phe Phe Arg Ser He Val 
435 440 445 

Pro Ser Ala Gly Gly Tyr Gly Ser Gly Tyr He Asp Cys Leu He Pro 
450 455 460 

Gin Glu Trp Val Gin His Phe Tyr Gin Glu Ala Ala Pro Ser Gin Ser 
465 470 475 480 



26 



Ala Val Ala Leu Val Arg Tyr Val Asn Pro Asp Thr Gly Arg Asn lie 
485 490 495 



Phe Glu Ala Lys Leu His Arg Glu Gly Phe Leu Thr Val Ala Asn Cys 
500 505 510 



Gly Asn Asn Pro He Val Val Pro Pro Asn Gly Tyr Phe Arg Phe Glu 
515 520 525 



Ala Trp Gly Asn Gin Phe Tyr Thr Leu Ala Pro Met Gly Ser Gly Gin 
530 535 540 



Gly Arg Arg Arg Ala Gin 
545 550 



<210> 11 

<211> 541 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 

<400> 11 

Met Lys Met Ala Ser Asn Asp Ala Ala Pro Ser Ser Asp Gly Ala Ala 
1 5 10 15 



Gly Leu Val Pro Glu He Asn Asn Glu Val Met Pro Leu Glu Pro Val 
20 25 30 



Ala Gly Ala Ser Leu Ala Thr Pro Val Val Gly Gin Gin Asn He He 
35 40 45 

Asp Pro Trp He Arg Asn Asn Phe Val Gin Ala Pro Ala Gly Glu Phe 
50 55 60 

Thr Val Ser Pro Arg Asn Ser Pro Gly Glu He Leu Leu Asp Leu Glu 
65 70 75 80 

Leu Gly Pro Asp Leu Asn Pro Tyr Leu Ala His Leu Ala Arg Met Tyr 
85 90 95 

Asn Gly His Ala Gly Gly Met Glu Val Gin He Val Leu Ala Gly Asn 
100 105 HO 
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Ala Phe Thr Ala Gly Lys He He Phe Ala Ala He Pro Pro Gly Phe 
115 120 125 

Pro Tyr Glu Asn Leu Ser Pro Ser Gin He Thr Met Cys Pro His Val 
130 135 140 

He He Asp Val Arg Gin Leu Glu Pro Phe Leu Leu Pro Met Pro Asp 
145 150 155 160 

He Trp Asn Asn Phe Phe His Tyr Asn Gin Gly Asn Asp Pro Lys Leu 
165 170 175 

Arc, Leu Val Ala Met Leu Tyr Thr Pro Leu Arg Ala Asn Asn Ser Gly 
3 1«c; 190 



Asp Asp Val Phe Thr Val Ser Cys Arg Val Leu Thr Lys Pro Ser Pro 
195 200 205 

Asp Phe Glu Phe Thr Phe Leu Val Pro Pro Thr Val Glu Ser Lys Thr 
210 215 220 

Lvs Gin Phe Ala Leu Pro He Leu Lys He Ser Glu Met Thr Asn Ser 
■* o->c 9/in 



225 



230 235 240 



Arc, Phe Pro Val Pro Val Asp Val Met Tyr Thr Ala Arg Asn Glu Asn 
245 250 255 

Gin Val Val Gin Pro Gin Asn Gly Arg Val Thr Leu Asp Gly Glu Leu 
260 265 270 

Leu Gly Thr Thr Pro Leu Leu Ala Val Asn He Cys Lys Phe Lys Gly 
275 280 285 

Glu Val He Ala Lys Asn Gly Asp Val Arg Ser Tyr Arg Met Asp Met 
290 295 300 

Glu He Thr Asn Thr Asp Gly Thr Pro He Asp Pro Thr Glu Asp Thr 
305 310 315 320 

Pro Gly Pro He Gly Ser Pro Asp Phe Gin Gly He Leu Phe Gly Val 
325 330 335 
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Ala Ser Gin Arg Asn Lys Asn Glu Gin Asn Pro Ala Thr Arg Ala His 
340 345 350 



Glu Ala lie lie Asn Thr Gly Gly Asp His Leu Cys Pro Gin lie Ser 
355 360 365 



Ser Ser Glu lie Tyr Leu Thr Ser Pro Asn lie Leu Arg Cys Thr Asn 
370 375 380 



Pro Gin Pro Leu Pro Gin Ser Gly Leu Arg Gly Thr lie Leu lie Arg 
385 390 395 400 



Ser Asp Asn Gly His Cys His Asp Met Val Gly Thr Ser Pro Thr Thr 
405 410 415 



Pro Thr Trp Pro Gin Gin Trp Arg Arg Cys Ser Arg Gly Ser Asn Cys 
420 425 430 



Cys Ser Ser Gly His Arg Tyr Pro Val Pro Val Val Met Asn Arg Val 
435 440 445 



Thr Trp lie Val Leu Ser His Lys Ser Gly Phe Ser Thr Ser Thr Arg 
450 455 460 



Lys Leu Pro Gin Leu Asn Leu Arg Trp Pro Leu lie Arg Phe lie Asn 
465 470 475 480 



Pro Asp Thr Gly Arg Val Leu Phe Glu Ala Arg Leu His Lys Gin Gly 
485 490 495 



Phe lie Thr Val Ala His Thr Gly Asp Asn Pro lie Val Met Pro Pro 
500 505 510 



Asn Gly Tyr Phe Arg Phe Glu Ala Trp Val Asn Gin Phe Tyr Ser Leu 
515 520 525 



Ala Pro Val Gly Thr Gly Lys Gly Arg Arg Arg Val Gin 
530 535 540 



<210> 12 

<211> 1638 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
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<223> SYNTHETIC DNA 



<400> 12 
atgatgatgg 


cgtctaagga 


cgccccaaca 


aacatggatg 


gcaccagtgg 


tgccggccag 


60 


ctggtaccag 


aggcaaatac 


agctgagcct 


atatcaatgg 


agcctgtggc 


tggggcagca 


120 


acagctgccg 


caaccgctgg 


ccaagttaat 


atgattgacc 


cctggataat 


gaataattat 


180 


gtgcaagccc 


ctcaaggtga 


atttaccata 


tcgcctaata 


acacaccagg 


tgatattttg 


240 


tttgatctac 


aattaggccc 


tcatctcaat 


cctttcttat 


cccatttggc 


ccaaatgtat 


300 


aacggttggg 


ttggcaatat 


gaaagtgaag 


gtcctattgg 


ctggtaatgc 


cttcacggct 


360 


ggtaaaataa 


tcattagttg 


cataccccct 


ggctttgctg 


cgcaaaacat 


ttctatcgct 


420 


caggccacaa 


tgttccccca 


cgttatagct 


gatgttaggg 


ttttggaacc 


tattgaggtg 


480 


ccattggaag 


atgtgaggaa 


tgtgctgttc 


cataacaatg 


acaacgcacc 


aaccatgagg 


540 


ttggtgtgca 


tgctctacac 


ccccttgcga 


gccagtggta 


gctcatctgg 


aactgaccct 


600 


tttgtgattg 


ctgggcgtgt 


tctgacatgc 


ccaagccctg 


actttagctt 


cttattcttg 


660 


gttcccccca 


atgtagagca 


aaagactaaa 


ccttttagtg 


tcccaaatct 


tccactgaat 


720 


accctttcaa 


attcaagagt 


cccttctcta 


attaaatcaa 


tgatggtatc 


cagagaccat 


780 


gggcagatgg 


ttcagtttca 


aaacggtagg 


gtcaccctgg 


atgggcaact 


gcaaggcacc 


840 


acgcccacat 


cagctagcca 


gctgtgcaaa 


atcagaggca 


gtgtcttcca 


tgctaatggt 


900 


gggaatggat 


ataacctaac 


tgaattggat 


gggagcccat 


accatgcttt 


tgagagccct 


96 0 


gcgccaatag 


ggtttcctga 


tctaggtgaa 


tgtgattggc 


acatggaggc 


ctcccctacc 


1020 


acccaattca 


atactggtga 


tgttataaaa 


caaattaatg 


tcaaacaaga 


atcagcattt 


1080 


gctccccacc 


ttggtaccat 


acaagcagat 


ggcctgagtg 


atgtgagtgt 


caacactaac 


1140 


atgatagcca 


aattgggatg 


ggtgtcaccc 


gtcagtgatg 


gacatagagg 


agatgtcgat 


1200 


ccgtgggtca 


ttccacgata 


tgggtcgact 


ttgaccgagg 


ccgcccaatt 


agccccccca 


1260 


atatatcccc 


caggttttgg 


tgaggccatt 


gtgtttttca 


tgtcagattt 


tcctatagcc 


1320 


catggtacca 


atggcttgag 


tgtgccttgc 


accatacccc 


aagaatttgt 


cacccatttt 


1380 


gtcaatgaac 


aggcccctac 


tagaggggaa 


gcagccctac 


tgcattattt 


agaccctgat 


1440 


acccatagaa 


atcttggtga 


gtttaaatta 


taccctgagg 


ggttcatgac 


gtgtgtgcct 


1500 


aattccagtg 


gcactggtcc 


acaaaccctc 


ccaatcaatg 


gtgtttttgt 


ttttgtgtcc 


1560 


tgggtttcca 


gattctatca 


gttaaagcct 


gtgggaacag 


ccggcccggc 


ttgtaggctt 


1620 



30 



/ 



ggcatcagaa gatcataa 1638 

<210> 13 
<211> 1593 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 13 

atgatgatgg cgtctaagga cgctacgtca agcgtggatg gcgccagtgg cgctggtcag 60 

ttggtaccgg aggttaatgc ttctgaccct cttgcaatgg atcctgtggc gggttcttca 120 

acagcagttg caactgctgg gcaagttaac cctattgacc cttggataat caataacttt 180 

gtgcaggctc cccaaggtga atttactatt tctccaaata atacccccgg tggtgttttg 240 

tttgatttga gtctaggccc tcatcttaat cccttcttgt tacatttgtc acaaatgtat 300 

aatggctggg ttggcaacat gagagttagg attatgctgg ctggtaatgc atttactgca 3 60 

ggcaaaatta tagtttcttg catacctcct ggctttggct cccataatct tactatagca 420 

caagcaactc tcttcccgca tgtgattgct gatgttagga ctttagaccc aattgaagta 480 

cccttggaag atgtaaggaa tgttctcttt cataataatg atagaaatca acaaaccatg 540 

cgccttgtgt gtatgcttta tacccccctc cgcactggtg gcggtacagg tgattctttt 600 

gtggttgcag ggcgagtcat gacttgtcct agccccgatt tcaatttctt gttcttggtt 660 

cctcccacag tggaacagaa gactaggcct ttcaccctcc caaatttacc gctgagttct 72 0 

ttgtcaaatt cacgtgctcc tcttccaatt agtggcatgg gtatttctcc agacaatgtt 780 

cagagtgtgc agtttcaaaa tggccgatgt accttagacg ggcgtcttgt tggtaccacc 84 0 

ccagtttccc tctcccacgt tgctaagata aggggcactt ctaatggtac tgtgatcaat 900 

ctcaccgaat tggatggcac ccccttccac ccttttgaag gccctgcccc tattggtttt 960 

ccagatcttg gtggctgtga ttggcatatt aatatgacac aatttgggca ttccagtcag 1020 

actcaatatg atgtagatac cacccccgac accttcgtcc ctcacttagg ttcaatccag 1080 

gcgaatggca ttggtagtgg caactatatt ggtgttctta gctgggtctc ccccccatca 1140 

catccatctg gctctcaagt tgatctctgg aagatcccca actatgggtc tagcatcaca 1200 

gaggcaaccc atctagctcc ctctgtctat cctcctggct ttggagaggt gttagtcttt 1260 

ttcatgtcaa agatacctgg tcctggtgct tatagtctgc cctgtttact gccacaagaa 1320 
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tatatctcac 


acctcgcaag 


tgaacaagcc 


cccactgttg 


gtgaggccgc 


cttgctccac 


1380 


tatgttgacc 


ctgacacggg 


ccggactctt 


ggggagttta 


aggcttaccc 


tgatggtttc 


1440 


ctaacctgtg 


tccctaacgg 


ggccagctcg 


ggcccacaac 


aactaccaat 


caatggagtc 


1500 


tttgtctttg 


tttcatgggt 


gtccagattt 


tatcagttaa 


agcctgtggg 


aac tgccagt 


1560 


tcggcaagag 


gtaggcttgg 


tttgcgccga 


taa 






1593 


<210> 14 
<211> 1641 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 










<220> 

<223> SYNTHETIC DNA 












<400> 14 
atgatgatgg 


cgtctaagga 


cgcccctcaa 


agcgctgatg 


ZD^ZD ZD ZDZD 


ccrcacrcifccaa 


60 


ctggtgccgg 


aggttaatac 


agctgacccc 


ttacccatgg 


aacccgtggc 


tgggccaaca 


120 


acagccgtag 


ccactgctgg 


gcaagttaat 


at gat tgat c 


cctaaattat 


taataatttt 


180 


gtccagtcac 


cacaaggtga 


gtttacaatt 


tcccctaata 


atacccccgg 


tgatattttg 


240 


tttgatttac 


aattaggtcc 


acatctaaac 


cctttcttgt 


cacatctgt c 


ccaaatgtat 


300 


aatggctggg 


ttggaaacat 


gagagttagg 


attctcct tg 


ctgggaatgc 


attctcagct 


360 


ggaaagatta 


tagtttgttg 


tgtcccccct 


ggctttacat 


cttcctctct 


caeca t age t 


420 


caggctacat 


tgtttcccca 


tgtgattgct 


gatgtgagaa 


ccc ttgaacc 


aatagaaatg 


480 


cccctcgagg 


atgtacgcaa 


tgtcctctat 


cacaccaatg 


ataatcaacc 


aacaatgegg 


540 


ttggtgtgta 


tgctgtacac 


gccgctccgc 


aCtQQtQCIQQ 


QQtctQQtaa 


ttctgattct 


600 


tttgtggttg 


ctggcagggt 


gctcacggcc 


cctagtagcg 


acttcagttt 


cttgttcctt 


660 


gtcccgccta 


ccatagaaca 


gaagactcgg 


gcttttactg 


tgcctaatat 


ccccttgcaa 


720 


accttgtcca 


attctaggtt 


tccttccctc 


atccaQQQQa 


tgattctgtc 


tcctgacgca 


780 


tctcaagtgg 


tccaattcca 


aaatggacgt 


tgcctcatag 


atggtcaact 


cctaggcact 


840 


acacccgcta 


catcaggaca 


gctgttcaga 


gtaagaggaa 


agataaatca 


gggagcccgt 


900 


acgctcaacc 


tcacagaggt 


ggatggcaaa 


ccattcatgg 


catttgattc 


ccctgcacct 


960 


gtggggttcc 


ccgattttgg 


aaaatgtgat 


tggcacatga 


gaatcagcaa 


aaccccaaat 


1020 


aacacaagct 


caggtgaccc 


catgcgcagt 


gtcagcgtgc 


aaaccaatgt 


gcagggtttt 


1080 


gtgccacacc 


taggaagtat 


acagtttgat 


gaagtgttca 


accaccccac 


aggtgactac 


1140 



attggcacca ttgaatggat ttcccagcca tctacacccc ctggaacaga tattaatctg 1200 

tgggagattc ccgattatgg atcatccctt tcccaagcag ctaatctggc ccccccagta 1260 

ttcccccctg gatttggtga ggctcttgtg tactttgttt ctgcttttcc aggccccaac 1320 

aaccgctcag ccccgaatga tgtaccttgt cttctccctc aagagtacat aacccacttt 1380 

gtcagtgaac aagccccaac gatgggtgac gcagctttgc tgcattatgt cgaccctgat 1440 

accaacagaa accttgggga gttcaagcta taccctggag gttacctcac ctgtgtacca 1500 

aacggggtgg gtgccgggcc tcaacagctt cctcttaatg gtgtctttct ctttgtctct 1560 

tgggtgtctc gtttttatca gctcaagcct gtgggaacag ccagtacggc aagaagtagg 1620 

cttggagtgc gccgtatata a 1641 

<210> 15 
<211> 1635 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 15 

atgatgatgg cgtctaagga cgctacacca agcgcagatg gcgccactgg cgccggccag 60 

ctggtaccgg aggttaatac agctgacccc atacctattg accctgtggc tggctcctct 120 

acagcccttg ccacagcagg ccaggttaat ttgattgatc cctggataat caataatttt 180 

gtgcaagccc cccagggcga gttcacaata tccccaaata atacccccgg tgatgtgctt 240 

tttgatttgc aattaggacc ccatttaaat cctttccttt cccacctttc tcagatgtat 300 

aatggttggg tgggcaacat gcgagtgcgt gttgtcttgg ctggtaatgc tttcacggct 360 

gggaaggtta taatttgttg tgtcccccct ggtttccaat ctcgcaccct ttctatagcc 420 

caggctactt tatttcccca tgtaattgct gatgttagga cccttgaccc tgtagaagtg 480 

ccccttgaag atgttaggaa tgtgttgtat cataataatg acacccaacc caccatgcgc 540 

ctcctttgca tgttgtacac tcctctccgc accgggggag cgtctggtgg gactgattct 600 

tttgtggtgg ctgggcgtgt actcacttgt ccgggccctg actttaactt cttattccta 660 

gtccctccca cagtcgagca aaagacccgc ccttttactg tgcctaatat ccctttgaag 720 

tacctgtcta attccaggat cccaaatcct attgaaggta tgtcattgtc acctgaccag 780 

acccaaaatg ttcaattcca gaatggtagg tgtacaattg acggtcaacc ccttgggacc 840 
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acacctgtct 


cagttagtca 


gttatgtaag 


tttaggggta 


ggattacatc 


tggacagaga 


gtgctcaact 


tgacagagtt 


ggatggttca 


ccttttatgg 


cctttgccgc 


ccccgcccct 


gcgggctttc 


cagatcttgg 


gtcctgtgat 


tggcatattg 


aaatgagtaa 


aatcccaaat 


tccagcaccc 


agaacaaccc 


aatagtgacc 


aattctgtca 


aacccaatag 


tcaacagttt 


gtcccacact 


tgtcaagtat 


cacccttgat 


gaaaatgttt 


ccagtggagg 


tgactatatt 


ggcactatac 


aatggacctc 


acctccttct 


gattctggcg 


gggccaatac 


aaatttttgg 


aaaatccctg 


actatgggtc 


cagcctagca 


gaagcttcac 


aactggcccc 


cgctgtctat 


ccacctggtt 


tcaatgaggt 


gattgtgtat 


tttatggcat 


ctatacctgg 


tcccaatcag 


tctgggtctc 


ctaatttagt 


gccatgcctg 


ctcccccagg 


aatatataac 


acactttatt 


agtgagcagg 


cccccatcca 


gggtgaggct 


gccttactcc 


actatgtaga 


cccagacacc 


aatcgcaatt 


tgggtgagtt 


caaattatat 


cctggtggtt 


atttaacctg 


tgttcctaat 


agttctagta 


ctggacctca 


acaacttcct 


cttgatggtg 


tatttgtctt 


tgcttcttgg 


gtttctagat 


tttatcaatt 


aaagcctgtg 


ggaacagccg 


gaccggctag 


aggtaggctt 


ggtgtccgta 


gataa 











900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1635 



<210> 16 
<211> 1620 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 16 

atgaagatgg cgtcgaatga cgccaaccca tctgatgggt ccacagccaa cctcgtccca 60 
gaggtcaaca atgaggttat ggctttggag cccgttgttg gtgccgctat tgcggcacct 120 
gtagcgggcc aacaaaatgt aattgacccc tggattagaa ataattttgt acaagcccct 180 
ggtggagagt ttacagtatc ccctagaaac gctccgggtg agatattatg gagcgcgccc 24 0 
ttgggccctg atttgaaccc ctacctttct catttggcca gaatgtacaa tggttatgca 300 
ggtggttttg aagtgcaggt aatcctcgcg gggaacgcgt tcaccgccgg gaaaatcata 3 60 
tttgcagcag tcccaccaaa ttttccaact gaaggcttga gccccagcca ggttactatg 420 
ttcccccata taatagtaga tgttaggcaa ttggaacctg tattgatccc cttacctgat 480 
gttaggaata acttctatca ttacaatcaa tcaaatgatt ctaccattaa attgatagca 540 
atgctgtata caccacttag ggctaataat gctggggatg atgtcttcac agtctcttgt 600 
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cgagtcctca 


cgaggccatc 


ccccgatttt 


gatttcatat 


tcttggtgcc 


acccacagtt 


660 


gaatcaagaa 


ctaaaccatt 


caccgtccca 


atcttaactg 


ttgaggaaat 


gtctaactca 


720 


agattcccca 


ttcctttgga 


aaagttgtac 


acgggtccca 


gcagtgcttt 


tgttgtccaa 


780 


ccacaaaatg 


gcaggtgcac 


gactgatggc 


gtgctcttag 


gcactaccca 


gctgtctgct 


840 


gtcaacatct 


gcaccttcag 


aggggatgtc 


acccacattg 


caggcagtca 


tgactataca 


900 


atgaatttgg 


cttctcaaaa 


ttggagcaat 


tatgacccaa 


cagaagaaat 


cccagcccct 


960 


ctgggaactc 


cagatttcgt 


gggaaagatc 


caaggcatgc 


tcacccaaac 


cacaagagag 


1020 


gatggctcga 


cccgcgccca 


caaagctaca 


gtgagcactg 


ggagtgtcca 


cttcactcca 


1080 


aagctgggca 


gtgttcaata 


caccactgac 


acaaacaatg 


attttcaaac 


tggccaaaac 


1140 


acgaaattca 


ccccagtcgg 


cgtcatccag 


gacggtaata 


atcatcaaaa 


tgaaccccaa 


1200 


caatgggtgc 


tcccaaatta 


ctcaggtaga 


actggtcata 


atgtgcacct 


agctcctgcc 


1260 


gttgccccca 


ctttcccggg 


tgagcaactt 


cttttcttta 


ggtccactat 


gcccggatgt 


1320 


agcgggtatc 


ctaacatgaa 


tctggattgc 


ctactccccc 


aggaatgggt 


gcaacacttc 


1380 


tgccaagaag 


cagctccagc 


acaatctgat 


gtggctctgc 


tgagatttgt 


gaatccagac 


1440 


acaggtaggg 


ttttgtttga 


gtgcaagctc 


cataaatcag 


gctatgtcac 


agtggctcac 


1500 


actggcccgc 


atgatttggt 


tatccccccc 


aatggttact 


ttagatttga 


ctcctgggtc 


1560 


aaccagttct 


acacacttgc 


ccccatggga 


aatggagcgg 


ggcgcaggcg 


tgcattataa 


1620 



<210> 17 
<211> 1647 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 17 

atgaagatgg cgtcgaatga cgctgctcca 
gagatcaaca atgaggcaat ggcgctagac 
ctcactggtc agcaaaacat aattgatccc 
ggtggtgagt ttacagtgtc ccctaggaat 
ttgggcccag aaataaaccc ttatttggcc 
ggtggatttg aagtgcaggt ggtcctggct 



tctaatgatg gtgccgccgg cctcgtccca 60 

ccagtggcgg gtgcagcgat agcagcgccc 120 

tggattatga ataattttgt gcaagcacct 180 

tcccctggtg aagtgcttct taatttggaa 240 

catcttgcta gaatgtataa tggttatgca 300 

gggaatgcgt tcacagcagg aaagataatc 3 60 
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tttgcagcta 


taccccctaa 


ttttccaatt 


gataatctga 


gcgcagcaca 


aatcactatg 


420 


tgcccgcatg 


tgattgtgga 


tgtcagacag 


ttggaaccgg 


tcaaccttcc 


gatgcctgac 


480 


gttcgcaaca 


atttctttca 


ttacaatcaa 


gggtctgatt 


cgcgattgcg 


cttaattgca 


540 


atgctgtata 


cacctcttag 


ggcaaataat 


tctggagatg 


atgttttcac 


tgtgtcttgt 


600 


agagtactga 


ctaggcctag 


ccctgatttt 


tcattcaatt 


tccttgtccc 


acccaccgtg 


660 


gaatcaaaga 


caaaaccctt 


taccctccct 


attctgacta 


tctctgaaat 


gtccaattct 


720 


aggtttccag 


tgccgattga 


gtctttgcac 


accagcccaa 


ctgagaatat 


tgttgtccag 


780 


tgccaaaatg 


ggcgcgtcac 


tctcgatggt 


gagttgatgg 


gcaccaccca 


actcttaccg 


840 


agtcaaattt 


gtgcttttag 


gggcgtgctc 


accagatcaa 


caagcagggc 


cagtgatcag 


900 


gccgatacag 


caacccctaa 


gctgtt.taat 


tattattggc 


atgtacaatt 


ggataatcta 


960 


aatgggaccc 


cttatgatcc 


tgcagaagac 


ataccaggcc 


ccctagggac 


accagacttc 


1020 


cggggcaagg 


tctttggcgt 


ggccagccag 


agaaacctcg 


acagcacaac 


tagagcacat 


1080 


gaagcaaaag 


tggacacaac 


agctggtcgt 


ttcaccccaa 


agttgggctc 


attagaaata 


1140 


tctactgatt 


ccgatgactt 


tgaccaaaac 


cagccaacaa 


agttcacccc 


agttggcatt 


1200 


ggggttgaca 


atgaggcaga 


atttcagcaa 


tggtctttac 


ccgactattc 


tggtcagttc 


1260 


acccacaaca 


tgaacctggc 


cccagctgtt 


gctcccaact 


tccctggtga 


gcagctcctt 


1320 


ttcttccgct 


cacagttacc 


atcttctggt 


gggcgatcca 


acggggtcct 


agactgtctg 


1380 


gtcccccagg 


aatgggtcca 


acact tctac 


caggaatcgg 


cccccgccca 


aacacaagtg 


1440 


gccctggtta 


ggtatgtcaa 


ccctgacact 


ggtaaagtgc 


tatttgaggc 


caagctgcat 


1500 


aaattaggtt 


ttatgactat 


agctaacaat 


ggtgattctc 


caataactgt 


tcccccaaat 


1560 


ggatatttta 


ggtttgaatc 


ttgggtgaac 


cccttttata 


cacttgcccc 


catgggaact 


1620 


gggaacgggc 


gtagaaggat 


tcaataa 








1647 



<210> 18 
<211> 1623 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 18 

atgaagatgg cgtcgaatga cgctactcca tctaatgatg gtgccgccgg cctcgtgcca 60 
gaaagtaaca atgaggcaat ggctctggaa cccgtggtgg gggcgtcttt agccgcccct 120 
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1 



gtcactggcc 


aaactaatat 


aatagacccc 


uggaccagaa 


LLaaLtLLyL 




180 


aatggtgaat 


ttacagtttc 


ccctagaaat 


t cccctggag 


ciy dLaLL^y t 


LdaL l l y y ay 


24 0 


ttgggtccag 


aactgaaccc 


t t ate tggca 


CdCCCayCLa 


rt /-fa t - (~ft* a a a 

yyciuy l cil- a. ci 


t~ <-t<~t t~ t" a trip <~r 
Lyy l LdLy Ly 


3 00 


ggtggtatgg 


aggtgcaagt 


gatgetcgeg 


gggaacgcgt 


ucaccgc egg 


r* a a na +~ a t~ 
(_ d cty aLLdLL 


"3 fi n 

J D U 


tttgccgccg 


tgccacctta 


ctttccagtg 


gaaaatctta 


gcccttccca 


*3 t - ^ 3 a a t~ /~r 

adLaaCaaLy 


a 9 n 


ttcccacatg 


tgatcatcga 


tgtcagaacc 


ttggaacctg 


tat tact ccc 


aaLgcccgaL. 


/ion 

fx O VJ 


gtcagaagca 


cccttttcca 


ctttaatcaa 


aaagatgagc 


c uaagacgag 


acLLyLLycc 


CAD 


atgctttaca 


ccccccttcg 


ttctaatggt 


tctggtgacg 




L.y LLL.LdL.yL 


enri 


aggatcctca 


ctaggccctc 


ccctgaattt 


gat l t tacat 


+^ +~ ^T/^T /""» 

aLtLggcgcc 


a /**• a a /-» a *t "t - a 
clLLclclL-Ciy Lcl 


D D \J 


gaatcaaaga 


ctaagccatt 


cacactacct 


gtgetgacac 


tgggagaac t 


gCCCddCLCL 


ion 


agattccctc 


tctctattga 


tgaaatggtc 


accagcccca 


atgagt ccat 


ay l cgLLCdy 


■7 ft n 


ccacagaatg 


gtagggtcac 


actagatggg 


gage tgt tag 


gcacaaccca 


a +— *"T a a fit"* a 

dCLyCadyLd 


0 *± u 


tgcaacattt 


gctccataag 


ggggaaggta 


acagggcagg 


tccc tagtga 


a i*—* a a a /~ • a \~ 
aCJc±ClL.ClL-Ci Ly 




tggaacctgg 


agatcacaaa 


cctaaatggg 


aegcaatttg 


accc tacaga 


tgatgtccca 


q £ n 
you 


gccccccttg 


gtgtgcccga 


ctt tgcaggt 


gaggtctttg 


gtgt act cag 


y~» a /*t a a a +~ 

CCayaydddL 


1 n9n 
1 u^u 


agaggtgaaa 


gcaacccagc 


aaacagggct 


catgaegctg 


ccgcggc cac 


CJ LdLdy LydL 


J. U O w 


aagtacaccc 


ctaaactagg 


cttagtgcaa 


at tggaac t t 


ggaacaccaa 


LydLy LLyda 


1 1 An 
J- x *± u 


aaccagccaa 


caaaattcac 


cccaattggt 


ttgaatgagg 


tegecaatgg 


LLoLLyaLLL 




gaacagtgga 


ctttgcctag 


gtattc tggt 


gece tgacat 


L cicicl Lei Ly act 


L L L ciy L L. L. L L 


1260 


gctgtggccc 


cgctctttcc 


tggagagcgt 


CuCClLllcu 




Ly LLLLdL LO. 


1320 


aaaggtggat 


ttggaaaccc 


tgctatagat 


tgttcggtgc 


ct caggagtg 


yyCCCadCaL 


1 -ion 


ttctatcagg 


aatctgcccc 


ttctctgggg 


gatgtggcct 


tagttaggta 


cgtcaaccca 


1440 


gacaccgggc 


gcgtcctttt 


egaggecaaa 


ctccacaaag 


gtgggttcct 


gactgtgtct 


1500 


agtactagca 


cagggcctgt 


tgtggttcca 


gecaatgget 


atttcaaatt 


tgattcctgg 


1560 


gttaatcaat 


tttactctct 


tgcccccatg 


ggaactggaa 


atgggcgtag 


aagggttcag 


1620 


taa 












1623 



<210> 19 
<211> 1603 
<212> DNA 
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<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 19 



atgaagatgg 


cgtcgaatga 


cgccgctcca 


tctaatgatg 


gtgcagccgg 


tcttgtacca 


60 


gaggctaaca 


atgagaccat 


ggcacttgaa 


ccggtggctg 


gggcttcaat 


agccgcccca 


120 


ctcaccggcc 


aaaacaatat 


tatagacccc 


tggattagat 


taaattttgt 


gcaggctccc 


180 


aatggagagt 


tcacggtttc 


accccgcaac 


tcacccgggg 


aagtcctatt 


aaatttggaa 


240 


ttaggccccg 


aactaaatcc 


atacctagca 


cacctttcta 


gaatgtataa 


tggttatgca 


300 


ggtggggttg 


aggtgcaagt 


actactggct 


gggaatgcgt 


tcacagctgg 


aaaattggtg 


360 


tttgccgcag 


ttccccctca 


ttttccatta 


gaaaacataa 


gccctggtca 


gataactatg 


420 


tttcctcatg 


taattattga 


tgttaggact 


ttagaaccag 


ttttgttgcc 


ccttcctgat 


480 


gttaggaata 


atttctttca 


ttataatcag 


cagaatgaac 


cgaggatgag 


actcgtagca 


540 


atgctttata 


ctcctcttag 


atctaatggt 


tctggtgatg 


atgtatttac 


tgtctcctgc 


600 


agggtgctta 


cccgaccttc 


ccctgatttt 


gattttaatt 


acttggtccc 


ccctaccctt 


660 


gaatctaaaa 


ctaaaccctt 


cacactccct 


atcttgacta 


taggggagtt 


aaccaactcc 


720 


aggttccctg 


tgcccataga 


tgagctctac 


accagcccca 


atgagagtct 


ggtggtgcaa 


780 


ccccagaacg 


ggagatgcgc 


gctagatggg 


gagctacagg 


gcacgactca 


gctcctcccc 


840 


acggcgattt 


gctcgttcag 


gggccggatc 


aatcaaaagg 


tgagtggaga 


aaaccatgtt 


900 


tggaatatgc 


aggtcaccaa 


catcaacggg 


accccttttg 


atccaacagg 


ggatgtcccg 


960 


gctcctctag 


gaaccccaga 


tttctctggc 


aagctctttg 


gtgtactaag 


ccagagagac 


1020 


catgataatg 


cctgtaggag 


tcatgatgca 


gtaattgcaa 


ccaactctgc 


caaattcact 


1080 


ccaaaattgg 


gcgctataca 


aattggcaca 


tgggaagaag 


acgatgtgca 


catcaaccaa 


1140 


cctactaagt 


ttactccagt 


tggcttgttt 


gaaaatgaag 


gtttcaacca 


gtggacactc 


1200 


cccaattatt 


ctggagcctt 


aacacttaat 


atggggttgg 


cccctcctgt 


ggcccccacc 


1260 


ttccctggtg 


aacaaattct 


tttctttaga 


tcccacattc 


ctcttaaagg 


aggtgtggcg 


1320 


gacccagtta 


ttgattgtct 


cttgcctcaa 


gagtggatcc 


aacatcttta 


ccaagagtcg 


1380 


gccccttcac 


aatcagatgt 


agcattgatt 


aggtttacaa 


atccagacac 


aggacgtgtt 


1440 


ctatttgaag 


caaaattaca 


caggagtggt 


tacattacag 


tggccaatac 


tggtagcaga 


1500 


ccgattgtgg 


taccagctaa 


tggttacttc 


aggtttgata 


cttgggtcaa 


tcaattctat 


1560 
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ft 



tctctcgccc 


ccatgggaac 


tggaaatggg 


cgtagaaggg 


ttcagtaa 




1608 


<210> 20 
<211> 1629 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 










<220> 

<223> SYNTHETIC DNA 












<400> 20 
atgaagatgg 


cgtcgaatga 


cgccgctcca 


t caaatgatg 


g tgc age tag 


tctcgtacca 


b u 


gagggcatta 


atgagactat 


gccattggaa 


cccgt tgc tg 


gcgcaccuau 


ugcugcccca 




gtggcgggac 


aaaccaacat 


aattgacccc 


tggataagaa 


caaattttgt 


acaagccccc 


loU 


aatggagagt 


ttacagtgtc 


accaagaaat 


tcccctggag 


aaatttcatt 


aaat t tagaa 




ttaggaccag 


atctgaatcc 


ttatttggcc 


catctt tcaa 


gaatgtacaa 


tggt tatgc t 


i ri c\ 


ggaggtgttg 


aggtgcaagt 


gctccttgct 


gggaacgcgt 


tcacagcagg 


taagatat tg 


O C n 


tttgcagcaa 


tcccacctaa 


ctttctcgta 


gat at gat t a 


gcccagc t ca 


aattactatg 


4. o n 


cttccccatt 


tgattgtaga 


tgttaggact 


ttggaaccta 


t tatgacacc 


ettgectgat 


4 8 0 


gttaggaatg 


tgttctatca 


ttttaataat 


caacc t caac 


ctagaatgag 


gt tagtggc t 




atgctctaca 


ccccattgag 


gtctaatggt 


tcaggagatg 


atgtcttcac 


4- _ 4- _ 4_ . 4- 4- /— r 4- 

tgegue Ltyt 


bUU 


agagtactaa 


ctaggccaac 


tcctgatttt 


ydaCtCaLt u 


acc tggtgcc 


±- +- /—I J^f ^ ^ 

CCCCLCLyLa 


DDU 


gagtccaaaa 


ctaaaccatt 


cacactacca 


at at taacca 


4- 4- 4- ,-i 4- — , -,4-4- 

LLUCtgaact 


_5i *~1 *Ti /"* ^ j«— * /—I 

gaCCaaCLCC 


Tin 


cggttcccca 


ttccaatcga 


gcaattgtat 


acggcuccaa 


augaaaccaa 


tyt tytcc ay 


/ o u 


tgtcagaatg 


gcaggtgcac 




gage t ccagg 


gcacaaccca 


/— r 4— /— • 4— 4— 4- ^ 

gCtytLaLCa 


o a n 


agtgcagttt 


gcttcttaca 


gggcaggact 


gtggctgata 


a ugggga caa 


cugggaccaa 


q n n 
yuu 


aatttgctcc 


agctgaccta 


tccaaatggt 


gcaagc uacg 


accccac uy a 


4— /-y a a /— t 4— * »— i y—i ^ 

C^aayLyCLd 


27 O U 


gcaccattgg 


gcactcagga 


ttttagtggg 


— \ 4— /— f *- 4— /-* 4— 4— j^r 

aCy UUy CaUy 


yaycytcyac 




J. \J & u 


gtgaatgtga 


gcacaggaga 


ggccaaaaat 


gctaagggaa 


tatacatatc 


caccactagt 


1080 


ggaaaattca 


ccccaaaaat 


tgggtcaatt 


ggattgeatt 


caataactga 


gcatgtgcac 


1140 


cccaaccaac 


agtcgcggtt 


cacccccgtc 


ggagtcgccg 


tggatgagaa 


cacccccttc 


1200 


cagcaatggg 


ttctgccaca 


ttatgcaggt 


agtctcgctc 


tcaacaccaa 


tttggcacct 


1260 


gctgttgccc 


cgactttccc 


tggtgagcaa 


ttgctgttct 


tcaggtcccg 


tgtcccatgt 


1320 
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1629 



gttcaaggcc tacagggaca ggatgcgttc atagattgcc tcctgcccca agagtgggtg 1380 

aatcattttt accaagaggc agccccttcc caagcagacg ttgcccttat taggtatgtc 1440 

aaccctgata ccggtcgcac gctgtttgaa gccaaattgc atagatcagg ttttattact 1500 

gtgtcacata ctggtgctta ccctcttgta gtccccccaa atggtcattt caggtttgat 1560 

tcttgggtta atcaatttta ctcactcgcc cccatgggaa ctggcaatgg gcgtagaaga 1620 
attcagtaa 

<210> 21 

<211> 1653 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<22 0 > 

<223> SYNTHETIC DNA 

<400> 21 



atgaagatgg 


cgtcgaatga 


cgctgctcca 


tcgaatgatg 


gtgctgccaa 


cctcgtacca 


60 


gaggccaacg 


atgaggttat 


ggcacttgaa 


ccggtggtgg 


gagcctcaat 


tgcagctcct 


120 


gttgtcggcc 


agcaaaatat 


aattgacccc 


tggattagag 


aaaattttgt 


ccaagcacca 


180 


caaggtgagt 


tcactgtttc 


accaaggaat 


tcgcctggcg 


agatgctctt 


aaaccttgag 


240 


ttgggcccag 


aacttaatcc 


ctatttaagt 


catttgtccc 


gcatgtacaa 


cggatatgct 


300 


ggtggcatgc 


aggttcaggt 


ggtcctagct 


gggaatgcgt 


tcacagctgg 


gaaaatcatc 


360 


tttgccgccg 


tgccaccaca 


tttccctgta 


gaaaacatca 


gtgcagccca 


aataactatg 


420 


tgtccccatg 


tgattgttga 


tgtgagacaa 


cttgaaccag 


tgcttctgcc 


cctccctgat 


480 


ataaggaata 


ggttcttcca 


ctacaaccag 


gagaacaccc 


cccggatgag 


gcttgtagcc 


540 


atgctctata 


cacctctaag 


ggctaactct 


ggtgaggatg 


tattcactgt 


gtcctgcagg 


600 


gttctgactc 


gccccgcccc 


agattttgag 


ttcacatttt 


tagttccacc 


aactgttgaa 


660 


tcaaaaacaa 


aaccctttac 


tttacctatc 


ttgactcttg 


gcgagttgtc 


taattctcgc 


720 


tttccggctg 


ctatagatat 


gctttatact 


gaccctaatg 


aatcaatagt 


tgtacaaccc 


780 


caaaatggta 


ggtgcaccct 


tgatggtaca 


ttgcaaggca 


caacacaatt 


ggttcccaca 


840 


cagatctgtg 


cttttagagg 


caccctgatc 


agccagaccg 


cgagagcggc 


cgattcaaca 


900 


gattcccccc 


agagagcccg 


taatcatcca 


ctgcacgtcc 


aagttaagaa 


cctagacggt 


960 


acacaatatg 


acccaacgga 


cgatatacct 


gcagtcctgg 


gggctattga 


cttcaaaggt 


1020 


acagtctttg 


gagtggctag 


tcagagggat 


gtttctggac 


aacaagaaca 


gggccactat 


1080 
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gccacccgag 


cccatgaagc 


acacatcgac 


acaactgatc 


caaagtatgc 


acccaaatta 


1140 


ggcacaattc 


tcattaaatc 


tggttctgat 


gatttcaata 


caaaccagcc 


cattagattc 


1200 


actccggtgg 


gcatgggtga 


caacaattgg 


agacaatggg 


aattgcccga 


ctattctggc 


1260 


agattaacct 


taaatatgaa 


ccttgctcct 


gctgtttctc 


catctttccc 


tggtgaacga 


1320 


atccttttct 


tcaggtccat 


agtaccatca 


gccggaggct 


acgggtctgg 


ctacatagac 


1380 


tgtctcatac 


cccaggaatg 


ggtgcagcac 


ttttaccagg 


aagcagcacc 


ttcacaatct 


1440 


gctgttgcac 


tggttaggta 


tgtcaacccc 


gatactgggc 


gtaacatctt 


tgaggccaaa 


1500 


ctgcacagag 


aagggttcct 


caccgtggcc 


aactgtggaa 


acaatcctat 


tgtagtcccc 


1560 


cccaatggct 


atttcagatt 


tgaggcttgg 


ggtaatcagt 


tttatacact 


tgcccccatg 


1620 


ggatctggac 


aggggcgtag 


aagggcccag 


taa 






1653 


<210> 22 
<211> 1626 
<212> DNA 

<213> ARTIFICIAL SEQUENCE 










<220> 

<223> SYNTHETIC DNA 












<400> 22 
atgaagatgg 


cgtcgaatga 


cgcagctcca 


tctagtgatg 


gtgcagcagg 


cctcgtacca 


60 


gagatcaaca 


atgaggtcat 


gccccttgaa 


cccgtggctg 


gtgcatcgct 


ggcgacacca 


120 


gtcgtcgggc 


aacaaaatat 


aattgatccc 


tggataagaa 


ataattttgt 


gcaggctcct 


180 


gcaggtgagt 


ttactgtttc 


ccctaggaat 


tcccctggag 


aaattttgct 


tgatttggaa 


240 


ttgggaccag 


atttgaatcc 


ctacctagcc 


catctggccc 


gcatgtataa 


tgggcacgct 


300 


ggcggcatgg 


aagtgcaaat 


tgtgctggct 


gggaatgcgt 


tcacagcagg 


caaaatcata 


360 


tttgctgcca 


tccccccagg 


gttcccatat 


gaaaatttgt 


caccttctca 


aattacaatg 


420 


tgcccacatg 


ttataattga 


tgttaggcaa 


ttggagccat 


tccttttgcc 


tatgccagac 


480 


atttggaata 


atttcttcca 


ttataatcag 


ggcaatgatc 


caaaattgag 


gctagttgct 


540 


atgctctata 


ctcctttgag 


ggctaataat 


tctggtgatg 


atgtgttcac 


agtttcttgt 


600 


agggtgctca 


caaaaccttc 


acccgacttt 


gaattcacat 


ttctagttcc 


ccccacagtc 


660 


gagtctaaga 


ctaagcaatt 


cgctctgccc 


attctcaaaa 


tatcagagat 


gactaattca 


720 


agattcccag 


taccagtgga 


tgtgatgtac 


acggccagga 


acgagaacca 


ggtcgtccaa 


780 



41 



ccacagaatg gcagggtcac actcgacggt gaactgttgg gcaccactcc cctgttggct 840 

gttaacatct gtaaatttaa gggagaagtc atagccaaaa atggggacgt gagatcctat 900 

agaatggata tggaaatcac taacactgat ggaacaccta ttgaccccac agaggacaca 960 

cctggtccca ttggctcacc agattttcag ggcatacttt ttggcgttgc cagtcagcgc 1020 

aataagaatg agcaaaaccc cgccacgagg gctcatgaag ccataattaa cactggtgga 1080 

gaccatttat gcccccaaat tagctcaagt gaaatttatc tcacaagtcc caacattttg 1140 

aggtgcacca acccacaacc tttaccccag tcggggttgc gggggacaat tctcatccgt 1200 

tcagacaatg gacactgcca cgatatggtg ggcacctcac caacaacacc cacctggccc 1260 

cagcagtggc gccgctgttc ccgggggagc aattgctgtt cttcaggtca cagataccca 1320 

gttccggtgg tcatgaatcg cgttacatgg attgtcttgt cccacaagag tgggttcagc 1380 

acttctacca ggaagctgcc acagctcaat ctgaggtggc ccctcataag attcatcaac 1440 

ccagacactg gtagggtcct ttttgaggct aggctacata agcaaggctt cataactgtg 1500 

gctcataccg gtgacaaccc aattgtcatg ccaccaaatg ggtatttcag gtttgaagct 1560 

tgggtcaatc agttttattc acttgccccc gtgggaactg ggaaagggcg tagaagggtc 162 0 

caataa 1626 



<210> 23 

<211> 21 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 23 

aatgatgatg gcgtctaagg a 21 

<210> 24 

<211> 33 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 24 

tttttttttt tttttttttt tttttttttt ttt 33 



<210> 25 
<211> 24 



42 



<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 
<400> 25 

gccattatcg gcgcaracca agcc 



<210> 26 

<211> 20 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

< 4 Q 0 > 26 

tgacctcgga ttgtggacag 



<210> 27 

<211> 31 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<22 3> SYNTHETIC DNA 

<400> 27 

gcgaattctt atctacggac accaagccta 



<210> 28 

<211> 20 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<2 23> SYNTHETIC DNA 

<400> 28 

gtgaatgaag atggcgtcga 



<210> 29 

<211> 23 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<22 3> SYNTHETIC DNA 



<400> 29 

ccattataat gcacgcctgc gcc 





<210> 30 

<211> 22 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 30 

ttgtgaatga agatggcgtc ga 22 



<210> 31 

<211> 24 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



<210> 32 

<211> 28 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 

<400> 32 

aattactgaa cccttctacg cccatttc 28 



<210> 33 

<211> 23 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



<210> 34 

<211> 22 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC DNA 



<400> 31 

aattattgaa tccttctacg cccg 



24 



<400> 33 

ccataactga acccttctac gcc 



23 



44 



<400> 34 

atgaagatgg cgtcgaatga eg 



45 



